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Study on the mechanism of Euphorbia fischeriana in the
treatment of lung cancer using network pharmacology and
molecular docking technology

SUN Yue', FENG Jiaxin', HE Xu', CHEN Meihua', ZANG Hao'*, JIN Lili'
( 1. College of Pharmacy s Yanbian University, Yanji 133002, China ;
2. School of Pharmacy and Medicine s Tonghua Normal University s Tonghua 134002, China )

Abstract: In order to further explore the mechanism of Euphorbia fischeriana in the treatment of lung cancer,
the network pharmacology and molecular docking technology were used to predict the potential targets and
mechanisms of Euphorbia fischeriana against lung cancer. The results show that the core active components of
Euphorbia fischeriana in the treatment of lung cancer may be araucarone, ent-13S-hydroxy- 16-atisene-3,14-
dione, ent-38-(13S)-dihydroxyatis-16-en-14-one, ent-(13S)-13-hydroxyatis-16-ene- 3,14 -dione, caudicifo-
lin and their action targets may be tumor protein 53 (TP53), tumor necrosis factor (TNF), epidermal growth
factor receptor (EGFR) ., signal transducer and activator of transcription 3(STAT3), mitogen-activated protein
kinase 3 (MAPK3), etc. The biologically possible processes mainly include protein phosphorylation, response

to hormones, and positive regulation of cell migration. Relevant signal pathways include cancer pathways, the
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expression of proteoglycans in cancer. AGE-RAGE, and PI3K-Akt. The binding energy of core active compo-

nents to core target proteins is between —21.8 kJ/mol and —36.8 kJ/mol, implied with a good binding effect.

The research results can provide theoretical reference for the application of Euphorbia fischeriana in the

treatment of lung cancer.

Keywords: Euphorbia fischeriana; network pharmacology; molecular docking; lung cancer; target; acting

mechanisms
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